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As a country with a long civilized
history, China is a big oriental country
full of modern liveliness. Dermatology
in China has a long and brilliant history,
which can be traced back approxi-
mately 3,800 years. During the mid-
nineteenth century, epidemics of some
infectious skin diseases such as syphilis
and leprosy increased markedly in
China. At that time, Western medicine
was introduced into China and divisions
of dermatology were established in hos-
pitals; these were named ‘‘Department
of Dermato-Venereology’’. The first
documented western dermatologist in
China was Dr John Glasgow Kerr, and
the first Chinese dermatologist was Dr
Chen Hongkang who worked in the
Peking Union Hospital.
According to statistics of the National
Health and Family Planning Commis-
sion of the People’s Republic of China,
there are 981,000 medical and sanitary
institutions in China as of July 2014,
including 25,000 hospitals. About
17,100 dermatologists work in hospitals,
which are located mainly in the
economically developed areas, whereas
some local hospitals in remote areas
lack medical service for skin diseases.
The estimated number of outpatients
with skin diseases in China is B200
million per year. For a typical hospital-
based dermatologist, the average
number of outpatients seen in a single
day will reach 100. Dermatologists in
most of the general hospitals focus mainly
on regular clinical work. But, mainly in
developed areas of China, there are
4100 center hospitals with well-
established departments or institutes of
dermatology that focus on science
research as well as clinical work and
medical education.
Today, there are three major acad-
emic organizations of dermatology in
China: the Chinese Society of Derma-
tology (CSD), the Chinese Dermatologist
Association (CDA), and the Chinese
Association of Integrative Medicine
(CAIM). CSD (csd.cma.org.cn) was esta-
blished in 1937 with Dr Chen Hongkang
as the first president, committing to
promoting and enhancing medical
education and academic communica-
tion in dermatology in China. In 1952,
CSD held its second national congress
and elected its board members. Dr Hu
Chuankui was elected as president and
served in that position until 1982. From
1978, CSD has held regular board meet-
ings and elected well-known dermatol-
ogists who have served as presidents or
board members. Before 2007, the CSD
held its scientific and academic meet-
ings every 2 years. After 2007, the
meeting became an annual event with
increasing numbers of participants. In
2007, the CSD became a member of the
International League of Dermatological
Societies. Today, CSD has branches in
each province of China and is comprised
of 13 special academic groups,
including psoriasis, fungal skin diseases,
genodermatology, cosmetic derma-
tology, surgical dermatology, sexually
transmitted disease, pediatrics dermatol-
ogy, immunological dermatology, der-
matological research, and so on. The
CSD has been an important positive
factor for the development of almost
every aspect of dermatology in China,
as well as for academic communication
and sharing with other countries and
other international groups of this field.
The CDA was founded in 2005. As a
member society of the Chinese Medical
Doctor Association, CDA is responsible
for maintaining and improving the qual-
ity of Chinese dermatologists by opti-
mizing the continuing education system
and establishing the protective frame-
work for legal issues concerning them.
CAIM was found in 1984 with the
mission of promoting traditional Chinese
medicine. At present, the traditional
Chinese medicine has been an impor-
tant and necessary option for treating
skin diseases, especially some chronic
conditions, and skin health care in
China.
The traditional education procedure
for a high-quality dermatologist in China
is comprised of 5 years for the Bache-
lor’s degree, 3 years for the Master’s
degree, and 3 years for the MD or PhD
degree. There are 70 universities with
postgraduate training programs and 55
universities with PhD training programs
in Dermatology in China. By 2015,
China will have completed standardiza-
tion of the additional career education
period, which requires young physicians
to attend 1–3 years of residency training
before entering clinical service. More-
over, China is trying to establish the
specialist education model for different
disciplines including dermatology. Such
reforms and changes in the education
system will be helpful in improving the
overall quality of Chinese dermatologists.
In recent years, China’s dermatologists
have accomplished much important work
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in both clinical service and basic
research. The main driving force
contributing to such improvement was
continued growth of funding support
from both the national and regional
governments. The National Nature and
Science Foundation of China (NSFC) is
one of the most authoritative funding
providers in China, supporting basic
research projects in all fields, including
dermatology. More than 150,000 nation-
wide applications are peer-reviewed
every year, and most successful research
projects of Chinese dermatologists are
supported by the NSFC. With support
from NSFC and other funding, such as
the 973 and 863 plan, the science out-
come in the field of dermatology has
experienced explosive growth in the past
10 years, represented by the significant
increase in the quantity and quality of
published papers. More than 1,000
papers cataloged by Science Citation
Index have been published by Chinese
dermatologists over the past 5 years.
Chinese dermatologists have built
some areas of world-class strength, such
as genetic investigation of skin diseases,
skin immunological research, and fun-
gal-caused skin diseases.
For complex skin diseases, we estab-
lished the relationship between HLA-B*
13:01 and the dapsone hypersensitivity
syndrome (Zhang et al., 2013a) and
identified several novel susceptibility
loci for leprosy (Zhang et al., 2009a;
Zhang et al., 2011), psoriasis (Zhang
et al., 2009b; Sun et al., 2010; Tang
et al., 2014), vitiligo (Quan et al., 2010),
atopic dermatitis (Sun et al., 2011), and
systemic lupus erythematosus (Han
et al., 2009). In addition, we have
reported that interleukin (IL)-23 predo-
minantly stimulated dermal gd T cells to
produce IL-17 that led to psoriasis
progression (Cai et al., 2011) and used
methylated DNA immunoprecipitation
sequencing to characterize whole-
genome DNA methylation patterns in
involved and uninvolved skin lesions
from patients with psoriasis (Zhang
et al., 2013b). We first found the muta-
tions causing primary erythermalgia,
which encoding a voltage-gated sodium
channel alpha subunit predominantly
expressed in sensory and sympathetic
neurons, thereby providing a clue for
the further study of pain and peripheral
vasomotor regulation (Yang et al.,
2004). We reported some novel gene
mutations for monogenic skin diseases,
such as pathogenic initiation codon
mutation in U2HR in a large Chinese
family carrying Marie Unna hereditary
hypotrichosis (MUHH), and established
the link between MUHH and U2HR
(Wen et al., 2009). In 2012, we
identified the g-secretase component
genes as the culprits for a subset of
familial acne inversa (AI), implicated
the g-secretase–Notch pathway in the
molecular pathogenesis of AI, and
demonstrated that familial AI can be
an allelic disorder of early-onset familial
Alzheimer’s disease (Wang et al., 2010).
Our functional studies in cultured
primary keratinocytes suggested that
MVK had a role in regulating calcium-
induced keratinocyte differentiation and
may protect keratinocytes from apoptosis
induced by type-A ultraviolet radiation
(Zhang et al., 2012). A novel 3017-bp
deletion mutation in the FERMT1 (KIND1)
gene was identified in a Chinese family
with Kindler syndrome (Zhou et al.,
2009).
In the field of skin immunological
research, Chinese dermatologists first
described the function of Langerhans
cells in skin defense (Chen et al.,
1986; Chen et al., 1989). This func-
tional study indicated that reduced
expression of miR-142-3p/5p in
the CD4þ T cells of patients with
systemic lupus erythematosus causes
T-cell activity and B-cell hyperstimula-
tion (Ding et al., 2012). We also found
the common mutation T1799A on BRAF
exon 15 in melanocytic nevi but less
prevalent in cutaneous malignant
melanoma in Chinese Han (Qi et al.,
2011). We demonstrated that impaired
activation of Nrf2 under oxidative stress
could result in decreased expression of
antioxidant enzymes and increased
death of vitiligo melanocytes (Jian
et al., 2014). The CAT -89A4T variant
genotypes were associated with a
significant decrease in catalase enzyme
activity and a genetic predisposition for
vitiligo in Chinese people (Liu et al.,
2010). We first disclosed that the
associated tumors of paraneoplastic
pemphigus (PNP) could produce the
antibodies that had a key role in the
pathogenesis of the disease (Wang et al.,
2004). We also formulated the treatment
regimen for PNP, pemphigus, and bullous
pemphigoid that greatly improved the
prognosis of this life-threatening
disorder in China. Moreover, a descrip-
tion of the function of Langerhans cells
and elucidation of the mechanisms
of several autoimmune diseases were
published (Chen et al., 1989; Zhang
et al., 2004; Wen et al., 2009).
We identified and reported several
first cases of new fungal-caused diseases
around the world, such as onychomy-
cosis by Rhodotorula minuta (Zhou
et al., 2014), cryptococcal meningitis
by S8012 (Cryptococcus gattii ITS-C
type) (Pan et al., 2012), and pulmonary
penicilloma by Penicillium capsulatum
(Chen et al., 2013). We also established
new treatment principles of crypto-
coccosis, which significantly raised the
cure rate in China and was finally
adopted by the Infectious Diseases
Society of America guidelines.
Owing to the surprising growth of the
economy and other fields of China,
Chinese dermatologists generally hold
a positive attitude toward the worldwide
scientific community, and they want to
communicate with others all over the
world more than ever before. Rapid
developments in both the clinic service
and research aspects of skin diseases
will be strong contributions of Chinese
dermatologists well into the future.
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